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Yeast exo1Δ strains are defective in G1/S but proficient in the G2/M checkpoint
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Exo1 & Ddc1 exerts their function upstream of Mec1 as Rad14 does
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Chromosome processing after UV irradiation depends upon Rad14, Exo1 but not Ddc1
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Model for Rad53 activation after UV 
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Model for Rad53 activation after UV 
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Model for Rad53 activation after UV 
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